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FIG. 2A 



lgG4 S paration Experiment 
20 mM Citrate Buff r, pH = 3.5 
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FIG. 2B 



lgG4 Separation Experiment 
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Dissociation Experiment 
100 mM Glycine Buffer, pH = 3.0 
28 June 01 
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Dissociation Experiment 
200 mM Gyrine Buffer, pH = ao 
28 June 01 
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association Experiment 
100 mM Gyane Buffer, pH = 3.5 
28 June 01 
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MWD1 A, Sig=280,4 Ref=360,100 (02060 2X0206ASE1.D) 
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MWD1 A, Sig=280.4 Ref=360,100 (020602\0206ASE2.D) 
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FIG. 5/7 



Isoelectrofocusing analysis of the cation exchange chromatographic fractions 
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N-Linked Oligosaccharide Profdes of IgG4 CEX 2/5/02 Fractions 
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